Introduction

30
Crop breeding programs mainly rely on the introgression of existing natural the introduced indels frequently generate frameshifts, resulting in gene disruption.
93
The HEs, ZFNs, and TALENs recognize genomic target sites using protein motifs, 94 and the molecular cassettes needed for each target are technically difficult to assemble 95 (Gaj et al., 2013) . The CRISPR/Cas system, in contrast, uses base complementarity 96 between the single-guide RNA (sgRNA) and the target DNA for recognition, which 
M A N U S C R I P T A C C E P T E D ACCEPTED MANUSCRIPT
editor (ABE) uses a deaminase evolved from the E. coli tRNA adenine deaminase 138 TadA to induce A to G (or T to C) substitutions (Gaudelli et al., 2017 Li, X., Zhu, C., Yeh, C.T., Wu, W., Takacs, E.M., Petsch, K.A., Tian, F., Bai, G., Nishimasu, H., Shi, X., Ishiguro, S., Gao, L., Hirano, S., Okazaki, S., Noda, T., 
